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Clin Invest. 2017;127(9):3558. https://doi.org/10.1172/JCI96729 In the original article, the RT-PCR primer sequences
listed in Methods were incorrectly labeled as Pkd1. The correct primer sequences for Pkd1 are in the revised paragraph
below. Quantitative PCR and reverse transcription PCR. RNA was isolated from cultured cells using Trizol Reagent
(Invitrogen). cDNA was reverse transcribed from RNA using reagents from New England Biolabs. Primers for Pkd1
quantitative PCR (forward, GCTACAGGGCATCCTGGTG; reverse, GGCTGTCAGCGAGAGCTTGAA) were designed
using NCBI’s primer-designing tool (http://www.ncbi.nlm.nih.gov/tools/primer-blast/). Quantitative PCR was done by Bio-
Rad CFX Connect Real-Time PCR Detection System. Primers for Xbp1 RT-PCR have been published previously (1). The
authors regret the error.
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In the original article, the RT-PCR primer sequences listed in Methods were incorrectly labeled as Pkd1. The correct primer sequences 
for Pkd1 are in the revised paragraph below.

Quantitative PCR and reverse transcription PCR. RNA was isolated from cultured cells using Trizol Reagent (Invitrogen). cDNA 
was reverse transcribed from RNA using reagents from New England Biolabs. Primers for Pkd1 quantitative PCR (forward, GCTA-
CAGGGCATCCTGGTG; reverse, GGCTGTCAGCGAGAGCTTGAA) were designed using NCBI’s primer-designing tool (http://www.
ncbi.nlm.nih.gov/tools/primer-blast/). Quantitative PCR was done by Bio-Rad CFX Connect Real-Time PCR Detection System. Prim-
ers for Xbp1 RT-PCR have been published previously (1). 
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The authors regret the error. 


