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Figure S1. VL trajectories in rhesus macaques with established SIV infection or AIDS.

Plasma burden of viral RNA over time in rhesus macaques with high (n = 12) or low VLs (n = 6).



T T T T T T T T T T
0 S0K 100K 150K 200K 250K S0K 100K 150K 200K 250K

SC-A FSC-A " "Live/dead

T ' CD4* Ty cells
1

SSC-H

00 o pr-']ﬁu‘ 10° BT ﬁ:NY 10* 10

Figure S2. Representative flow cytometric analysis and gating strategy.

Analysis and gating of CD4" Try cells and pentamer” SIV-specific CD8* T cells.



PBMC Spleen ALN/ILN | MLN Gastrointestinal Tract

ID_TRBV CDR3 TRBJ Freq(%)| ID_TRBV. CDR3 TRBJ Freq (%)| ID_TRBV CDR3 TRBJ Freq (%)| ID_TRBV CDR3 TRBJ Freq(%)| ID_TRBV CDR3 TRBJ Freq (%)
53

591 69  CASRGTGPYYNSPLY 16 25 | 591 69 CASRGTGPYYNSPLY 16 29 |[591 56 CASSLTAGGRNEQY 27 23 591 231  CASSHFPRPLLYEQY 27
56  CASSLTAGGRNEQY 27 19 56  CASSLTAGGRNEQY 27 26 69 CASRGTGPYYNSPLY 1-6 18 123 CASSLQGRNQETQY 25 16
9 CASSLTSLAVNYDYT 1-2 8 23-1 CASRVRGRVWNEKLF 1-4 23 23-1 CASRVRGRVWNEKLF 1-4 13 7-8 CASSENWGIKRGEQF 2-1 13
2 CASNPGTGRAYEQY 2-7 5 29-1 CSVGGRGGETQY 2-5 6 2 CASSDFRQGTEKLF 1-4 5 7-4 CASSLELGGAYADPQY 2-3 9
23-1  CASRVRGRVWNEKLF 1-4 5 9 CASSLTSLAVNYDYT 1-2 6 4-1 CASSQETGGEVYGEQF 2-1 5 13 CASNLESRWVGGSHEQY 2-7 4
(N o EEREE 6-1  CASSEARRRTDPQY 23 3 4-1 _CASSHDWGEQNTQY 24 5 231 CASSITDEKLF 14 2
2 CASSEWIGASVLT 2-6 3 10-1 CASSERRLGENSGASVLT 2-6 3 7-4 1-3 5 2 CASSGGSSQNTQY 2-4 2
69 CASSYRGDYEQY 2.7 3 2 CASSEGGIAQLF 22 118 69  CASSYYSNSYDYT 12 5 Seqs: 45
61  CASSEARRRTDPQY 23 = 3 Seqs: 31 2 CASSEGGIAQLF 22 15
2 CASSDSGRGTEKLF 1-4 3 61 CASSEARRRTDPQY 2-3 3
123 CASSLDRGANYEQY 27 1 9 CASSLTSLAVNYDYT 12 | 3
2 CASKDRVYDYT 12 1 4-1  CASSLTAGGRNEQY 27 3
27 CASSPGQGDAAQLF 22 1 69 15 113
6-1 CASRQTEREKLF 1-4 1 3-1 CASSPTGGAWDPQY  2-3 3
27 CASSLSGTGTNTEAF 11 1 79 CASSINGRGELQETQY 23 3
51 CASSLSPGGGAGASVLT 26 1 Seqs: 31
31 CASSQDLRAGASVLT 2-6 1
6-1 CASSGGNTEAF 1-1 1
7-4  CASSLLGTSFWTQY 25 1
5-6 CASSLAGQGSEKLF 1-4 1
10-2  CASSEPDKDRLSPYDYT 1-2 1
24-1  CATSESGTGHGPQY 15 1
9 CASEGGRNYDYT 12 1
12-3 CASSQGQGDSNSPLY 1-6 1
19 CASSWTGAYEQY 27 1
61  CASSGYYTRDTEAF 11 1

Seqs: 73

764 7-4  CASSSGGTTDPQY 23 22 | 764 7-4  CASSLAPGLGGADQY 2-4 62 |76 61  CASSEARLEVQY  1-5 39 768 41  CASSQ QF 21 31
102 CASSVNSNSNQPQY 15 | 19 4-1  CASSQGWGERGEQF 2-1 24 10-2  CASSVNSNSNQPQY 15 | 26 6-1 || [CASSPQGNSNEKLF | 14 21
4-1 CASSQGWGERGEQF 2-1 15 4-1 CASSQEVLGGPSYEQY  2-7 5 13 CASKLGGGTQY 2-5 10 9 CASSRARDTDPQY 2-3 21
20-1 CSARDRDRFYEQY 27 15 23-1 CASSQRVNTEAF 1-1 3 9 CASSEAGAGVDYEQY  2-7 10 14 CASSQFPGGRFGNTVY  1-3 10
7-4 CASSLVTRYEQY 27 1 201 CSANNRGSYEQY 27 3 4-1 CASSQEVLGGPSYEQY 2-7 |3 231 CASSQSQUYDYT 12 8
11-3 CASSLWGTGGISGASVLT 26 7 51  CASSSSGMSNQPQY 15 3 61  CASRQGHYDYT 12 3 102 CASSVNSNSNQPQY 15 | 3
6-1 CASPVSGGYEQY 27 4 Segs: 37 6-1 ~ CASSAQGNSNQPQY 1-5 3 24-1 CATSVIQGRVVDPQY 2-3 3
7-4 CASSTSGTSNTQY 2-4 4 7-4  CASRLSIGDRDNSPLH  1-6 3 7-4 CASSLSSRGTYYNSPLY  1-6 3
69  CASTVGGESYEQY 27 4 2 CASSLRTSFWKHRV 13 3 61  CASSEAKLGKETQY ~ 25 3

Seqs: 27 Segs: 31 Seqs: 39

766 4-1  CASSPRLGFSGEQF  2-1 21 | 766 69O | CASSPTGNSNQPQY | 15 | 32 |766 6-9 | CASSPTGNSNQPQY 15 | 25 766 69 | CASSPTGNSNQPQY . 15 | 32
231 CASSPRGQFNEKLF  1-4 13 61  CASSPQGNSNEKLF 14 | 18 6-1 | CASSPQGNSNEKLE | 14 = 25 69  CASSMGGNSNQPQY  1-5 | 30
7-4  CASRAVGSQETQY 25 8 51 [(NCASSIDRETAQIE| 22 13 6-9 CASSMGGNSNQPQY 1-5 | 17 6-1 | CASSPQGNSNEKLF | 14 | 22
69  CASSMGGNSNQPQY  1-5 [[18) 61  CASSEAVMRGADTVY 13 | 8 6-1 [ [CASSEAGNSNQPQY | 15 8 51 22 8
61  CASSOAGNSNQPQY 15 4 4-1  CASSQIRTGETQY ~ 25 5 51 22 8 69  CASSRTANSNQPQY 15 | 3
28 CASSFTGTYEQY 27 4 6-9 CASSYSRAIRDDYT 12 5 6-1 CASSQTGNSNQPQY  1-5 4 6-1 CASSQTGNSNQPQY 1-5 3
2 CASSEGQADDYT 1-2 4 6-1 CASSFQGNSGNTVY 13 3 27 CASSLSTDRAGASVLT 2-6 4 6-1 CASSMGGNSNQPQY 1-5 3
231 CASSPPIGGONTQY 2.4 |4 69  CASSMGGNSNQPQY 15 | 3 10-2  CASSESRRQGDDYT 12 4 Seqs: 37
69 [ CASSPTGNSNQPQY | 15 | 4 69  CASSRTANSNQPQY 15 = 3 69 CASSDRGNSNQPQY 15 4
6-1 CASSPQGNSNEKLF 1-4 a4 23-1 CASSPPIGGQNTQY 2-4 3 Seqs: 24
7-4 CASSLGVYGEQF 2-1 4 6-1 CASSPTGNSNQPQY 1-5 3
61  CASSEAMRGADTVY 13 |14 61 [[[CASSEQGNSNQPQY| 15 3
61  CASSFQGNSGNTVY 13 | 4 61  CASSEARRGEDDYT 12 3
27 CASSSWVGTEAF 11 4 Segs: 38
2 CASRQGMGTEAF 1-1 4
27 CASSQIVMNTEAF 11 4

Seqs: 24
828 9 o1 |88 o S |28 o |CASOPRGDGNGRGVM 15 9 |[828 o |ICASSPKGDGNGPGW 15 81 |88 o 15
2 CASTDRAVYNSPLY 16 9 2 CASTDRAVYNSPLY 2 2 CASTDRAVYNSPLY 16 2 2 CASTDRAVYNSPLY 16 11 2 CASTDRAVYNSPLY 16 26
Seqs: 45 2 CASRDPGQNYEQY 1 9 CASSASYRGDQPQH  1-5 2 4-1  CASSPGTGRATEAF  1-1 2 Seqs: 46
12-3 CASSSHTGVTNEKLF 1 Seqs: 47 11-3 CASSFDGGTRTDPQY 2-3 2
11-3  CASSFDGGTRTDPQY 1 2 CASRDPGONYEQY 27 | 2
Seqs: 87 12-3 CASSISTDPQY 2-3 2
Seqs: 47

Clac 13 CASSLGLRQTNEQF 2-1 38 cac 13 CASSLGLRQTNEQF 2-1 66 cLac 2 CASSERQQETQY 2-5 24 CLAC 4-1 CASSQEEGLPRYNEQF 2-1 46 cuac 27 CASSLVONNEKLF 1-4 44
4-1 CASSQEEGLPRYNEQF 2-1 20 4-1 CASSQEEGLPRYNEQF  2-1 15 4-1 CASSQEEGLPRYNEQF 2-1 18 13 CASSLGLRQTNEQF  2-1 38 13 CASSLGLRQTNEQF 2-1 38
41 CASSQEGERTAQLF 22 13 6-1 | CASSESQDRSGASVLT = 2-6 = 10 13 CASSLGLRQTNEQF  2-1 18 27 CASSKTGGSQNTQY 24 8 7-4  CASSSPGQGRGTAQLF 22 7
61  CASSEALRQGDEQY  2-7 [1/10 6-1  CASSANGNSNEKLF  1-4 5 6-1 | CASSESQDRSGASVLT 2-6 = 13 4-1  CASSLTGQGSYEQY 2-7 4 61 CASSQSGTGGPGNTVY 13 4
27 CASSITGGADQPQY 1-5 5 6-1 CASSEALRQGDEQY 2-7 2 9 CASSSRTGMETQY 2-5 11 27 CASSLSSAKANTAQLF 2-2 4 4-1 CASSQEEGLPRYNEQF 2-1 2
23-1 CASSQYFGGAVSYNEQF 2-1 5 23-1 CASSQYFGGAVSYNEQF 2-1 1 2 CASSINRTGGTSTDPQY 2-3 8 Seqgs: 24 23-1 CASSQSIGQNLKNTQY 2-4 2
69  CASSYSKRSTDPQY 23 | 5 69  CASSYSKRSTDPQY ~ 23 | 1 27 CASSLSSAKANTAQLF 2-2 [[13 10-1  CASRGQELFNNEQF 21 2
12-3  CASSPVAGLDPQY 23 3 Seqs: 82 78 CASSLVPEKGHEQY ~2-7 3 Seqs: 45
2 CASSRTATNEKLF 1-4 3 10-2 CASRPGQGTDPQY 2-3 3

Seqs: 40 Seqs: 38

CL86 6-1 CASSESGNSNQPQY 1-5 42 CL86 6-1 CASSEARRGDSPLY 1-6 57 CL86 6-1 CASSESGNSNQPQY  1-5 41 CL86 6-1 CASSEANRITDPQY 2-3 19
61  CASSEAQRQTDPQY 23 | 23 61  CASSEAQRQTDPQY 23 | 16 6-1  CASSEAQRQTDPQY 2-3 | 24 12-3  CASSSRGTNYDYT 12 16
6-1 [[[CASSEAGNSNGPAY | 15 | 9 6-1 | CASSESGNSNQPQY | 15 | 9 6-1 | CASSDRGNSNQPQY =15 16 6-1 | CASSESGNSNQPaY 15 |16
6-1  CASSEARRGDSPLY 16 7 12-3  CASSHNQGQPQY 15 5 6-1 _ CASSEARRGDSPLY _ 1-6 8 -1 [MNGASSDSGNSNGPOYM 15 14
6-1 CASSEALKGRDPQY 23 7 6-1 CASSEANRITDPQY 2-3 5 6-1 1-5 5 6-1 CASSEAGNSNQPQY 1-5 7
-1 [JICASSPSGNSNGPGYM 15 S 6-1  CASSENGNSGNTVY 13 5 6-1 | CASSEAGNSNQPQY = 1-5 | 3 6-1  CASSEALKGRDPQY 23 | 7
61  CASSEASRGADPQY 23 2 6-1 [[ICASSEAGNSNGPQY | 15 112 6-1  CASSEARRGTDPQY 23 3 76 CASSSSGSYEQY 27 5
6-1 CASSDRGNSNQSQY 1-5 2 7-4 CASSLDRNTEAF 1-1 2 Seqs: 37 6-9 CASTDRSSYEQY 2-7 2
6-1 CASSDAGNSNQPQY 1-5 2 Seqs: 44 6-1 CASSYGGNSNQPQY 1-5 2

Seqs: 43 2 CASSESNEQF 21 2
61  CASSEAQRQTDPQY  2-3 [112
5-1 CAIRSGPGNTVY 13 2
27 CASSLRLGAYEQY 2-7 2
231 CASSQSGOAETQY 25 2
Seqs: 43

Figure S3. Clonotypic architecture of CM9-specific CD8" T cell populations in rhesus
macaques with high VLs.

CDR3p amino acid sequences, TRBV and TRBJ gene use, and relative frequency of CD8" T cell
clonotypes specific for CM9. Colored boxes in the CDR3 column indicate public clonotypes.
Colored boxes in the frequency column indicate shared clonotypes across tissues within individual

rhesus macaques.



PBMC Spleen | ALN/ILN MILN Gastrointestinal Tract
ID_TRBV CDR3 TRBJ Freq (%)| ID_TRBV OR3 TRBJ Freq (%)| ID_TRBV OR3 TRB) Freq (%)| ID_TRBV CDR3 TRB) Freq (%)| ID_TRBV. CDR3 TRB) Freq (%)
554 74 |CASSIGURNSGNIVNAN 13 || 53 [594 15 _ CASSELGQANNEKLF _ 14 | 50 [594 74 T 53 [s94 74 3179
15 CASSELGOANNEKLF 14 31 74 1321 15 CASSELGQANNEKLF 14 16 15 CASSSRLGKETQY 25 10
1 15 9 13 15 12 20-1 _ CSARGERPSSNQPQY 15 | 9 55 CASSLWGKSSYNEQF 21 5
74 CASSYKRAGGAGNTVY 13 | 4 231 CASSQGQYSNQPQY 15 | 5 13 15 7 74 CASSSHWGDTYNEQF 21 3
20-1 CSARGERPSSNQPQY 15 | 2 13 CASSLGLSQRKLF 14 5 231 CASSQGQYSNQPQY 15 2 69 [[[CASSPTGNSNQPAY | 1-5 3
Seqs: 45 79 CASSLGVGGADPQY 23 2 51 22 2 Seqs: 39
19 CASRRSTNEKLF 14 2 74 CASSYKRAGGAGNTVY 13 |12
27 CASRPPRQGDGEKLF 14 2 69 [IINCASSKAGNSNGPGYI 15 2
Seqs: 42 13 CASSLGLSQRKLF 14 12
61 CASSEARRGDNDYT 12 2
Seqs: 43
760 102 CASSGTGNSNQPQY 15 64 |760 10-2  CASSGTGNSNQPQY 15 76 |760 102 | CASSGTGNSNQPQY 15 36 |760 102 CASSGTGNSNQPQY 15 100 |760 69 | CASSPTGNSNQPQY 15 90
231 CASSRPGGGGTEAF 11 11 61  CASSEAKRKSNEQY 27 = 14 61  CASSEARRITDPQY ~ 23 18 Seqs: 9 102 CASSGTGNSNQPQY 15 10
61  CASSEAKRKSNEQY 27 | 7 56  CASSSRPGANTEAF 11 3 7-4  CASSLATGWTNQPQY 15 14 Seqs: 41
61 CASSSRGSFEQY 27 7 74 casToGNQPQY 15 113 78 CASTDGNQPQY 15 [
79 CASSLTDWGARRGONTQY 24 4 61  CASRGGYHTDPQY 23 3 61  CASSEAKRKSNEQY 27 7
231 CASLSAGSNQPQY 15 4 61  CASSEARQSONTQY 24 3 61  CASSEQGNSGNTVY 13 4
231 CASRDSSYNEQF 21 4 Seqs: 37 61  CASTEQGNSNQPQY 15 4
Seqs: 28 123 CASSFVSGYSEQF 21 4
Seqs: 28
863 13  CASSFAGNSNQPQY 15 58 |863 13 _ CASSFAGNSNQPQY 15 75 |863 102 CASSGTGNSNQPQY 15 100 |863 13 CASSFAGNSNQPQY. 15 83 [863 61 CASSERTGNNNEQF 21 | 100
14 CASSPWTGGSLNEQF 21 13 13 CASSFAGNSKSAPV 15 18 Seqs: 44 61 CASSERTGNNNEQF 21 11 Seqs: 43
74 CASSLGIGDDQPQY 15 11 13 [CSSHEENGPaaN 15 7 4-1 CASSQDPHRPWGELRQETQY 2-5 4
61  CASSAAGNSNQPQY 15 7 Seqs: 44 113 CASSRQGGFSGNTVY 13 2
61  CASSEANRADSDYT 12 4 Seqs: 46
54 CASSFAGNSNQPQY 15 2
54 CASWQGGQPQY 15 2
2 CASRTLQGLYDYT 12 2
Seqs: 45
867 28 CASSLQGLVEKLF 14 52 |867 231 CASSQGQYSNQPQY 15 32 |867 231  CASSQGQYSNQPQY  1-5 | 69 |[867 231  CASSQGQYSNQPQY 15 57 |87 231 CASSQGQYSNQPQY 15 47
231 CASSQGQYSNQPQY 15 33 13 CASNQGAVLSNQPQY 15 21 113 CASSLGPGDDPQY 23 11 13 CASSLKQGDSPLY 16 | 17 113 CASSLKQGDSPLY 16 | 14,
231 CASSQFKRVNSPLH  1-6 | 15 113 CASSPTGGTNEKLF 14 18 9 CASSTGRQGNTVY 13 6 41 CASSQDGEQPQY 15 11 9 CASSLGSGGASEKLF 14 14
Seqs: 27 113 cAsslkaGDsPLY 1.6 (I8 55  CASSRTGTGTGNTVY 15 3 61 CASSEGFLGTGSLYSNQPQY 15 7 16 CASSREQGLV 14 7
31 CASSPYPRLGGAGNTQY 24 5 55  CASSRTGTGTGNTVY 13 3 61 CASSNIRATNEKLF 14 4 74 CASSSGQTYNSPLH 16 7
28 CASSLQGLVEKLF 14 5 113 CASSLKQGDSPLY 16 I8 10-2 [IINGASSOTGNSNGPGYIN 1-5 2 51 CASSLAIDPQY 23 2
61 [[CASSGAGNSNGPQY| 15 3 6-1 | CASSEARRGDQPQY 15 3 61 CASSEAGNSGNTVY 13 2 74 CASSYSSGTGYQPQY 1-5 2
69  CASSYGSGYSNQPQY 15 |3 2 CASSDLDSRDWGDTAQLF 22 3 Seqs: 46 51 CASSKGLGVGEQY 27 2
231  CASSQFKRVNSPLH 16 | 3 Seqs: 35 69  CASSYGSGYsNQPQY 1.5 [1112
51 CASSLAPTAQLF 22 3 74 CASTSLEATNEKLF 14 2
Seqs: 38 Seqs: 43
871 13 CASSLASFSNQPQY 1.5 | 32 [871 13 CASSLASFSNQPQY 15 | 46 |871 13 CASSLASFSNQPQY 15 46 871 13 CASSLASFSNQPQY T5 | 33 |871 51  CASSLASFSNQPQY 15 | 31
2 CASSSRADFNSYEQY 27 16 2 CASSSRADFNSYEQY 27 11 123 CASSPTGSNEKLF 1417 69 CASSGTGSNEKLF 14 10 102 CASSPRYEQY 27 12
2 CASSPYEQY 27 14 74 CASSYDISSYNSPLH 16 7 2 CASSSRADFNSYEQY 27 | 9 123 CASSFSARAPQETQY 25 10 6-1 [ICASSEAGNSNGPQY' 1-5 12
41 CASSQAGTGGNSYEQY 27 11 14 CASSQRGARDDYT 12 | 7 231 CASSQGPGNSLTPLH 16 6 61 CASSEALRQKDDYT 12 8 14 CASSQRGARDDYT 12 | 8
2 CASRDRGARNTVY 1.3 11 74 CASSPGTGVGIGIVEQY 27 7 6-1 || CASSGQGNSNQPQY 15 |6 102 15 18 27 CASSGGQGVIYEQY 27 8
74 CASSLDLRGSVDPQY 23 8 69  CASSAGLGTHKNTQY 24 |17 69 _ CASSAGLGTHKNTQY _ 24 = 3 74 CASSPQGNEQF 21 5 69 CASSYNANSNQPQY 15 4
55 CASSVNRDYEQY 27 3 74 CASSPGLGGAKDPQY 23 4 102 15 3 15 CASSKERPSGTQY 24 s 61  CASSEGERGTDPQY 23 4
13 CASSLRQYSNQPQY 15 3 74 CASSLGREAF 11 4 7-4  CASSLAGGIGVSHEQY 27 3 74 CASSLDSGRNYDYT 12 s 10-2 [CASSEAANSNGPQY | 15 4
74 CASSFDGNSYEQY 27 3 102 CASSESRRSTOPQY 23 4 102 | CASSGTGNSNGQPQY 15 3 14 CASSQELIVNSPLH 16 3 69 CASSYETGGLNQPQY 15 4
Seqs: 37 31 CASSRSAETGGEKNTQY 24 4 55  CASSLWQGRGNQPQY 15 3 9 CASSEPPQGGTDPQY 23 3 28 CASSISINSRNTEAF 11 4
Seqs: 28 61  CASSESARASGASVLT 26 3 61 CASSGGNSNEKLF 14 3 2 CASSSRADFNSYEQY 27 | 4
Seqs: 35 14 CASSQRGARDDYT 12 3 27  CASSLQGLFGASVLT  2-6 4
291 CSVEDHGRVYDYT 12 3 61 [ CASSGQGNSNapay | 1-5 [14
2 CASSSRADFNSYEQY 27 | 3 Seqs: 26
o9 [[ICASSYAGNSNGPGYIIT] 15 3
Seqs: 40
F98 69  CASSKGGNSNQPQY 15 40 |F98 69 CASSKGGNSNQPQY 15 38 |F98 69 O QY 15 53 |F98 69 v Qpay 15 62 |F98 61  CASSLNRDKRDPQY 23 | 53
13 CASSFGLGPSONTQY  2:4 | 9 27 CASSPTDNLNQPQY 15 | 35 6-1 | CASSAQGNSNQPQY 15 | 18! 201 CSANIPPPGNSQNTQY 24 10 61 CASRGGQGGIQPQY 1-5 28
6-9 [IICASSYAGNSNGPQYWM 15 9 6-1  CASSDGGNSNQPQY 15 6 69  CASSKAGNSNQPQY 15 | 11 27 CASSLRGTEDYDYT 12 3 69  CASSKGGNSNQPQY 1-5 = 19
61 | CASSGQGNSNQPQY 15 | 9 13 CASSFGLGPSQNTQY 24 |6 61  CASSEQGNSQNTQY 24 8 69 15 15 Seqs: 43
231 CASSQYKRVNSPLY 16 6 61 [CASSEAGNSNGPGY ' 15 = 3 6-1 [[ICASSEAGNSNGPQY ! 15 113 61 CASSLNRDKRDPQY 23 5
29-1 CSVVGNGEQF 21 6 10-2 || CASSEAGNSNQPQY. | 1-5 = 3 6-1 | CASSGQGNSNQPQY 15 | 3 27 CASSLSDRNSGASVLT 26 | 5
55  CASSLASVQVVNTEAF 11 3 69  CASSKAGNSNQPQY 15 | 3 69  CASSDGGNSNQPQY 15 3 61 CASSEAGNSNQPQY 15 5
27 CASSLSDRNSGASVLT ~ 2-6 |3 113 CASSSRDQPQY 15 3 27 CASSPTONINQPQY 15 |13 61 CASSEAMRGTDPQY 23 3
61  CASSEAMRGTDPQY 23 | 3 55  CASSLVGQGADPQY 23 3 Seqs: 38 Seqs: 39
102 15 3 Seqs: 34
61  CASSINRDKRDPQY 23 3
69  CASTGQGNSNQPQY 15 3
61  CASSAQGNSNQPQY 15 | 3
61 || CASSEAGNSNQPQY | 1-5 | 3
Segs: 35

Figure S4. Clonotypic architecture of CM9-specific CD8" T cell populations in rhesus
macaques with low VLs.

CDR3p amino acid sequences, TRBV and TRBJ gene use, and relative frequency of CD8" T cell
clonotypes specific for CM9. Colored boxes in the CDR3 column indicate public clonotypes.
Colored boxes in the frequency column indicate shared clonotypes across tissues within individual

rhesus macaques.
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Figure S5. Distribution of CDR3p lengths across CM9-specific CD8" T cell populations.
(A) CDR3f lengths in rhesus macaques with high VLs (n = 6). (B) CDR3[ lengths in rhesus

macaques with low VLs (n = 6).
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Figure S6. TRBJ gene use among CM9-specific CD8* T cell populations.
(A) TRBJ gene use in rhesus macaques with high VLs (n = 6). (B) TRBJ gene use in rhesus
macaques with low VLs (n = 6). Significance was determined using the permutation test in SPICE.

Fadk P <0.0001.



